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Abstract The progress of functional genan icsm akes it possb k to mprove beef quality atm olecular level n order
b obtamn high quality beef The beef qualily traits w as closely assochted w ih econom © value and itmamnly nclude ten-
demess marbling juichness and soon The advancen entand present status n the QTL of hem am beef qualily traits
the geneticm akers NP, dNA lbrary and gene that is associated w ih beef quality traits was reviewed n this paper by
usig sity eght references as the assochled area of beef quality traits’ s research was active recently
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